The increasing prevalence of TB drug resistant strains in absence of recent transmission evidence, highlights the need for an improved control program, coupled with a need to improve detection rate and early diagnosis. IS6110-RFLP is a means of genotyping TB clinical samples. In this study IS6110-RFLP was used for specification and quick tracking of TB infection source, transmission and reactivation of infection, in Iran.
Mycobacterium tuberculosis genome has several repeating polymorphic elements which are studied for separating isolates. Fingerprinting of various isolates shows that TB is due to the last transfer from a person to another (transmission) or reactivity of an existing infection (Reactivation) (8, 9) . Population is an indicator of the period during which the equal isolates have changed.
Since the transposition of repeating elements is a timedependant process, the value of polymorphism between these elements is studied as an epidemiological transition factor. Southern Blotting was performed by 1% agar gel. RFLP-IS6110 was performed on all samples according to the standard protocol (14) . The probe supplemented IS6110 parts was marked by HRD and was hybridized to the target parts along genome ( 14) . A film of Roche Radiology with high sensitivity was placed on membrane. After 5 minutes the film was placed into the Auto Processor and the developed film was studied.
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RESULTS
A total of 258 under-study patients were separated based on their city of origin; 152 patients were from Today, drug-resistant TB is considered as a global health problem (15) . This study showed that incidence of multi-drug resistant strains (MDR) had increased compared to the previous studies (16) . In a similar study carried out on TB patients in Huston, it was shown that people with identical genetic pattern commuted and collaborated in certain places (17) . In another study, no correlation was found between people with the same social status in different groups (18) . In a study conducted in various parts of the world it was shown that transmission rate of the resistant strains was 30% to 40% lower than that of susceptible strains (19) . Also, in a research carried out in South Africa, it was reported that transmission of resistant strains was 70% to 80% lower than that of susceptible strains (20) . In this study no special drug-resistant pattern of IS6110 was detected. This indicates that mycobacterium tuberculosis genome does not change in patients' body after its mutation.
It is assumed that the strain was susceptible at first and through transmission from one host to another 
